In the title compound, C 8 H 10 N 2 O 3 S, the dihedral angle between the acetamide group and the benzene ring is 15.59 (12) and the amino group is close to being perpendicular to the benzene ring [N-S-C ar -C ar (ar = aromatic) torsion angle = 109.4 (2) ]. In the crystal, molecules are linked into supramolecular tubes parallel to [001] by amine-amide N-HÁ Á ÁO interactions and these are connected into the three-dimensional architecture by amide-sulfonamide N-HÁ Á ÁO hydrogen bonds. The crystal studied was a racemic twin.
Related literature
For background to the biological applications of related sulfonamides, see: Croitoru et al. (2004) ; Dogruer et al. (2010) . For related structures, see: Asiri et al. (2011 Asiri et al. ( , 2012 .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . The crystal and molecular structure of N-(4-sulfamoylphenyl)acetamide (I) is reported herein in continuation of on-going structural studies of sulfonamide derivatives (Asiri et al., 2011; Asiri et al., 2012) , of interest owing to their biological activity, for example, to selectively inhibit COX-2 (Croitoru et al., 2004) and as they exhibit anti-microbial and antifungal activities (Dogruer et al. 2010) .
In (I), Fig. 1 . the amide residue is twisted out of the plane of the benzene ring to which it is attached as seen in the value of the C7-N2-C4-C3 torsion angle of -166.2 (2)°, and the amino group occupies a position perpendicular to the benzene ring with the N1-S1-C1-C2 torsion angle being 109.4 (2)°.
Each of the N-H hydrogen atoms forms a hydrogen bond to an oxygen atom with the amide-O3 atom being bifurcated, Table 1 . The amino-H atoms bridge the amide-O atoms to generate supramolecular tubes along the c axis. These are connected into the three-dimensional architecture by amide-H···O(sulfonamide) hydrogen bonds, Fig. 2 and Table 1 . Experimental 2-Acetyl chloride (0.784 g, 25 mmol) in pyridine (5 ml) was slowly added to a solution of sulfanilamide (2.00 g, 11 mmol) in pyridine (20 ml) and the reaction mixture was stirred at 258 K for 4 h under anhydrous conditions. After warming the solution to room temperature, the pyridine was removed in vacuo and the resulting white solid dissolved in ethyl acetate. The organic extract was washed with 3 M hydrochloric acid (30 ml) then with saturated sodium bicarbonate solution (30 ml) and finally with brine. Drying over magnesium sulfate and evaporation yielded a white solid which was recrystallized from ethanol to give the title compound as colourless prisms. Yield: 74%. M.pt: 491-492 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.98 Å, U iso (H) = 1.2 to 1.5U eq (C)] and were included in the refinement in the riding model approximation. The N-H atoms were located in a difference Fourier map, and were refined with a distance restraint of N-H = 0.88±0.01 Å; their U iso values were refined. Owing to poor agreement, the (7 7 0) reflection was omitted from the final cycles of refinement. The Flack (Flack, 1983) parameter was calculated from 625 Friedel pairs. The refined value, i.e. 0.48 (9). indicates that the crystal examined was a racemic twin.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO (Agilent, 2011) ; data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 The molecular structure of (I) showing displacement ellipsoids at the 50% probability level. 
